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SEQUENCE LISTING 



<110> CropDesign N.V. 

<120> Identification of novel E2F target genes and use thereof 

<130> 4982-3 

<140> 10531475 

<141> 2007-07-23 

<150> 10/531,475 
<151> 2005-04-15 

<15 0> PCT/EP20 03/011658 

<151> 2003-10-20 

<150> EP 02079408.7 

<151> 2002-10-18 

<160> 2776 

<170> Patentln version 3.1 

<210> 1 

<211> 1768 

<212> DNA 

<213> Arabidopsis thaliana 



<400> 



1 



atctctcctt ttccttcttc ttcttccttc tcctttctct gtttatttgc ttcgtttcct 



60 



cttctctttc tccgattctt tatccatctt cgctcagatc ttccccgttt caactctttg 



120 



gatccagatt ctcctccttt ttatgtaggt aacacgcata tcaagtgtta aagagtcaag 



180 



atcacaaaaa gttctatcgg gtgatctggg ctgctttctt ttgtaatcta attgcagaaa 



240 



ctttgctctg acttggatag cttcgtaaaa ggttcaatct ttctccgttt ttcatcaatg 300 

agtagtaact aatctggaaa tttgttggga gagaaagggc acattgcact gctattgcta 360 

gagaacgttt ctgcatccat gctggtagag agcatgcgtg gatactgtgt tttgggtgat 420 

gcccctgaca aaattagttc ccgatgcatt cggcgttgtg acgatatgtc tagtcgctct 480 

gctagttctt ttgggtctcc tttgcatcgc ttactcgttc tatttccagt ctcacgttcg 540 

taagcaaggc tatattcaac ttggttactt cagtggtccc tggattatcc gaatcacttt 600 

cattctcttt gctatctggt gggctgttgg tgagattttt cgattgagtt tgttgaggcg 660 

tcacagaagg ttgttgagtg ggttggatct gagatggcaa gaaaacgttt gcaagtggta 720 

catcgtttcc aatctaggat ttgcggagcc ttgtctcttt ctgactctca tgtttcttct 780 

gcgtgctccc ttgaagatgg aatcaggggc tttgagcgga aaatggaaca gggacacagc 840 

aggttatatt attctttatt gtctcccgat gcttgctctt caacttgcgg ttgtgttgtc 900 

cgagtcacgc ctaaatggtg gtagtggctc ttatgtaaag ctgccacacg acttcacaag 960 

aacgtattcc cgagttatta ttgatcacga cgaggtggcc ttatgcacat atcctctact 1020 

gagtaccatc cttcttggtg tgtttgcagc cgtcctaaca gcttacttgt tctggcttgg 1080 

aaggcagata ctgaaacttg tcattaacaa gcgtttacag aagagagtat acactttgat 1140 

attctcggtc tcgagtttcc ttccattaag gattgttatg ctctgtttgt cggttctcac 1200 

agcagcagac aagattatat tcgaagccct ttctttcttg gccttcctct ccctcttctg 1260 

cttttgcgtg gtatccatct gcttgcttgt ctacttcccg gtttcagatt ccatggccct 1320 

gagaggtcta agagacacag atgatgagga tacggctgtg accgaagaac gcagtggtgc 138 0 

tctgttactt gcaccaaact cttcacaaac tgatgaggga ttgagcttaa gaggtcggag 1440 

agactcggga tcgtctacac aggagaggta tgtggaactc agcctatttc tggaagctga 1500 

gaactaaaat cgccaaaggc tgtttctatt tggcttttgg caatgtacag attcctggtg 1560 

aaacaagcag agagagaggg ataaagagtt taagtatgag aatatgtttg cgcaaaaaaa 162 0 

ggcataattt cagttttgtg gcaaagacac tttgactgta aaggagggtt taagggggtt 168 0 

tactcttgtg agggtttgtt gtttgaaatg ttttctgctt gatggatcat atttttgtac 1740 

ctttattatg tgatcaattt tgatttag 1768 

<210> 2 
<211> 362 



<212> PRT 

<213> Arabidopsis thaliana 



<400> 2 

Met Pro Leu Thr Lys Leu Val Pro Asp Ala Phe Gly Val Val Thr lie 
15 10 15 



Cys Leu Val Ala Leu Leu Val Leu Leu Gly Leu Leu Cys lie Ala Tyr 

20 25 30 



Ser Phe Tyr Phe Gin Ser His Val Arg Lys Gin Gly Tyr lie Gin Leu 
35 40 45 



Gly Tyr Phe Ser Gly Pro Trp lie lie Arg lie Thr Phe lie Leu Phe 
50 55 60 



Ala lie Trp Trp Ala Val Gly Glu lie Phe Arg Leu Ser Leu Leu Arg 
65 70 75 80 



Arg His Arg Arg Leu Leu Ser Gly Leu Asp Leu Arg Trp Gin Glu Asn 
85 90 95 



Val Cys Lys Trp Tyr lie Val Ser Asn Leu Gly Phe Ala Glu Pro Cys 
100 105 110 



Leu Phe Leu Thr Leu Met Phe Leu Leu Arg Ala Pro Leu Lys Met Glu 
115 120 125 



Ser Gly Ala Leu Ser Gly Lys Trp Asn Arg Asp Thr Ala Gly Tyr lie 
130 135 140 



lie Leu Tyr Cys Leu Pro Met Leu Ala Leu Gin Leu Ala Val Val Leu 
145 150 155 160 



Ser Glu Ser Arg Leu Asn Gly Gly Ser Gly Ser Tyr Val Lys Leu Pro 
165 170 175 



His Asp Phe Thr Arg Thr Tyr Ser Arg Val lie lie Asp His Asp Glu 
180 185 190 



Val Ala Leu Cys Thr Tyr Pro Leu Leu Ser Thr lie Leu Leu Gly Val 
195 200 205 



Phe Ala Ala Val Leu Thr Ala Tyr Leu Phe Trp Leu Gly Arg Gin lie 
210 215 220 



Leu Lys Leu Val lie Asn Lys Arg Leu Gin Lys Arg Val Tyr Thr Leu 

225 230 235 240 



lie Phe Ser Val Ser Ser Phe Leu Pro Leu Arg lie Val Met Leu Cys 
245 250 255 



Leu Ser Val Leu Thr Ala Ala Asp Lys lie lie Phe Glu Ala Leu Ser 
260 265 270 



Phe Leu Ala Phe Leu Ser Leu Phe Cys Phe Cys Val Val Ser lie Cys 
275 280 285 



Leu Leu Val Tyr Phe Pro Val Ser Asp Ser Met Ala Leu Arg Gly Leu 
290 295 300 



Arg Asp Thr Asp Asp Glu Asp Thr Ala Val Thr Glu Glu Arg Ser Gly 
305 310 315 320 



Ala Leu Leu Leu Ala Pro Asn Ser Ser Gin Thr Asp Glu Gly Leu Ser 
325 330 335 



Leu Arg Gly Arg Arg Asp Ser Gly Ser Ser Thr Gin Glu Arg Tyr Val 
340 345 350 



Glu Leu Ser Leu Phe Leu Glu Ala Glu Asn 

355 360 



<210> 3 



<211> 626 



<212> DNA 



<213> Arabidopsis thaliana 



<400> 3 

catcgcggtc tggaacagcg atgactcgca tttaaatttg tttctctgct tcactctttt 



gatttctttc tacttctttt tttcacacag atcttaagat actacaactg cgaccatgga 120 

gcttccatct ccttacagct caagaaagga ggaatcaact gttcctccga agagaggccg 18 0 

agtcaagatc atgatctttc gtgatctagt cagatcggaa acctcgatgg caccgactcc 240 

gaggagaggc cgaatcaaga aaatgatcgc gggtgatcta gtcggatcag ggaaacagaa 30 0 

caactacgac ggagacggta agagaggagg ctagttaagc agactctccg actacataca 360 

ctttatctcc atgccagctt ccagacaatc cctttctctg agaagatgat cggattttca 420 

tattcatttg aaaatcttgt atgaaatgta atatagttgt tggctttggc ttcttctttc 480 

gaatatgtta tacaaaaagt ttattatttt tgttggggta aattaaagat ttaaaggtaa 540 

gttactctgt ttcatacaaa gtttgggcct ctgggctaat attttggtat ctatgtaaaa 600 

atgtaaatat tatgtttctt tagaag 62 6 

<210> 4 
<211> 72 
<212> PRT 

<213> Arabidopsis thaliana 



<400> 4 

Met Glu Leu Pro Ser Pro Tyr Ser Ser Arg Lys Glu Glu Ser Thr Val 
15 10 15 

Pro Pro Lys Arg Gly Arg Val Lys lie Met lie Phe Arg Asp Leu Val 

20 25 30 

Arg Ser Glu Thr Ser Met Ala Pro Thr Pro Arg Arg Gly Arg lie Lys 
35 40 45 

Lys Met lie Ala Gly Asp Leu Val Gly Ser Gly Lys Gin Asn Asn Tyr 
50 55 60 

Asp Gly Asp Gly Lys Arg Gly Gly 



<210> 5 
<211> 1176 



<212> DNA 

<213> Oryza sativa 



<400> 5 

ccgccgcggc tcacctggaa actgggcaga ttggacaatc gctcgagcga gctagcgaga 60 

gagagcgcga gagagcgagg cggcgcgcgc ggtggttgcg gatttgtagc ttagagcgcg 12 0 

gggccatggg gaggtcgccg tgctgcgaga aggcgcacac gaacaagggg gcgtggacga 18 0 

aggaggagga ccagcggctc atcgcgtaca tcagggcgca tggcgaaggc tgctggcgct 24 0 

cgctgcccaa ggcggcgggc ctccttcgct gcggcaagag ctgccgcctc cggtggatga 300 

actacctccg ccccgacctc aagcgcggca acttcaccga cgacgaggac gagctcatca 360 

tccgcctcca cagcctcctc ggcaacaagt ggtctctgat cgccgggcag ctgccgggga 420 

ggacggacaa cgagatcaag aactactgga acacgcacat caagcgcaag ctcctcgccc 480 

gcggcatcga cccgcagacg caccgcccgc tgctcagcgg cggtgacggc atcgcggcga 540 

gcaacaagcg gcaccaccgc cgccgcatcc catatccgtc ccggcgaagg cggcggccgc 60 0 

ggcgatcttc gccgtgcgaa gccgccgccg ccgccgcgcc cggtcgactc ctcggacgac 660 

ggctgccgca gcagcagcgg cacaacgagc acgggggagc cgcggtgccc cgacctcaac 720 

ctcgagctct cggtcgggcc gacgccgagc tcgccgccgg cggagacgcc caccagcgcg 78 0 

cggccggtct gcctctgcta ccacctcggc ttccgcggcg gggaggcgtg cagctgtcag 840 

gctgacagca agggcccaca cgagtttaga tatttcaggc cgttggaaca aggccagtac 90 0 

atatgagata tgaccatgag atgtgagatg gcttaattag cttcaattcc caacatgtgt 960 

aacacaggga gtttttctag tggacgacaa tactgtttaa tttcagaaaa aaaagggaaa 1020 

gaaaaaggtt ctaatctgtt catatttctt actattatcc aatcttcatg atctcaatct 1080 

ctctctctct ttattatttt tctttgtagt aattaacttc atgttggttc ctctaaaaaa 1140 

gattggtcga tgttattcag tgataaatat tcctag 117 6 

<210> 6 

<211> 239 

<212> PRT 

<213> Oryza sativa 



<400> 6 



Met Gly Arg Ser Pro Cys Cys Glu Lys Ala His Thr Asn Lys Gly Ala 
15 10 15 



Trp Thr Lys Glu Glu Asp Gin Arg Leu lie Ala Tyr lie Arg Ala His 

20 25 30 



Gly Glu Gly Cys Trp Arg Ser Leu Pro Lys Ala Ala Gly Leu Leu Arg 
35 40 45 



Cys Gly Lys Ser Cys Arg Leu Arg Trp Met Asn Tyr Leu Arg Pro Asp 
50 55 60 



Leu Lys Arg Gly Asn Phe Thr Asp Asp Glu Asp Glu Leu lie lie Arg 
65 70 75 80 



Leu His Ser Leu Leu Gly Asn Lys Trp Ser Leu lie Ala Gly Gin Leu 
85 90 95 



Pro Gly Arg Thr Asp Asn Glu lie Lys Asn Tyr Trp Asn Thr His lie 
100 105 110 



Lys Arg Lys Leu Leu Ala Arg Gly lie Asp Pro Gin Thr His Arg Pro 
115 120 125 



Leu Leu Ser Gly Gly Asp Gly lie Ala Ala Ser Asn Lys Arg His His 
130 135 140 



Arg Arg Arg lie Pro Tyr Pro Ser Arg Arg Arg Arg Arg Pro Arg Arg 
145 150 155 160 



Ser Ser Pro Cys Glu Ala Ala Ala Ala Ala Ala Pro Gly Arg Leu Leu 
165 170 175 



Gly Arg Arg Leu Pro Gin Gin Gin Arg His Asn Glu His Gly Gly Ala 
180 185 190 



Ala Val Pro Arg Pro Gin Pro Arg Ala Leu Gly Arg Ala Asp Ala Glu 
195 200 205 



Leu Ala Ala Gly Gly Asp Ala His Gin Arg Ala Ala Gly Leu Pro Leu 
210 215 220 



Leu Pro Pro Arg Leu Pro Arg Arg Gly Gly Val Gin Leu Ser Gly 

225 230 235 



<210> 7 

<211> 1264 

<212> DNA 

<213> Oryza sativa 



<400> 7 

gcagcatcaa caaaggcagc agcagcagca gcagcagcag cagcgttggt ggtggtggtg 60 

tgtcatcacc aacattttca cgagaggaga aggatggaaa tggcggcggc ggttgggggc 120 

agcgggagga gggacgcgga ggcggagctg aacctgccgc cgggcttccg tttccacccg 180 

accgacgagg agctcgtggt gcactacctc tgccgcaagg ttgcccggca gccgctcccc 240 

gtcccaatca tcgccgaggt cgacctctac aagctcgacc cctgggatct ccctgagaag 300 

gcgttgttcg ggaggaaaga gtggtacttc ttcacgccga gggaccggaa gtacccgaac 360 

gggtcgaggc cgaaccgcgc agcggggaga gggtactgga aggcgacggg agccgacaag 42 0 

ccggtggcgc ccaaggggag cgcgaggacg gtggggatca agaaggcgct cgtgttctac 48 0 

tccgggaagg cgccgagggg ggtcaagacg gactggatca tgcacgagta ccgcctcgcc 540 

gacgccgacc gcgccccggg cggcaagaag ggctcacaga agctggacga gtgggtgctg 60 0 

tgccggctgt acaacaagaa gaacaactgg gagaaggtga agctggagca gcaggacgtg 660 

gcctccgtgg cggcggcggc gccgcgcaac caccaccatc agaacggcga ggtcatggac 720 

gcggcggcgg ctgacaccat gtccgacagc ttccagacgc acgactccga catcgacaac 780 

gcctccgccg gcctgcggca cggtggctgc ggcggcggcg gcttcggcga cgtggcgccg 840 

ccgaggaatg ggttcgtgac ggtgaaggag gacaacgact ggttcaccgg cctcaacttc 900 

gacgagctgc agccgccgta catgatgaac ctgcagcaca tgcagatgca gatggtgaat 960 

ccggcggcgc cagggcacga cggcggctac ttgcagtcca tcagctcgcc gcagatgaag 1020 

atgtggcaga caatcctgcc accattctga gatggatgga gcaagaaaaa ggttgctgta 1080 

gataaagggc ggaaatagga gtgatggcta gaaaattatt agatttacta gaacgaaaat 114 0 

gattagaaat ctggcaagca tgattctgca aatgtggtgg tagatgcttg cagtatgtaa 1200 



ttcatttgtt cagtatatgc atttggtaat ctgcaaaaca aaaaaaaaaa aaaaaaaaaa 
aaaa 



1260 
1264 



<210> 8 

<211> 316 

<212> PRT 

<213> Oryza sativa 



<400> 8 

Met Ala Ala Ala Val Gly Gly Ser Gly Arg Arg Asp Ala Glu Ala Glu 
15 10 15 



Leu Asn Leu Pro Pro Gly Phe Arg Phe His Pro Thr Asp Glu Glu Leu 

20 25 30 



Val Val His Tyr Leu Cys Arg Lys Val Ala Arg Gin Pro Leu Pro Val 
35 40 45 



Pro lie lie Ala Glu Val Asp Leu Tyr Lys Leu Asp Pro Trp Asp Leu 
50 55 60 



Pro Glu Lys Ala Leu Phe Gly Arg Lys Glu Trp Tyr Phe Phe Thr Pro 
65 70 75 80 



Arg Asp Arg Lys Tyr Pro Asn Gly Ser Arg Pro Asn Arg Ala Ala Gly 
85 90 95 



Arg Gly Tyr Trp Lys Ala Thr Gly Ala Asp Lys Pro Val Ala Pro Lys 
100 105 110 



Gly Ser Ala Arg Thr Val Gly lie Lys Lys Ala Leu Val Phe Tyr Ser 
115 120 125 



Gly Lys Ala Pro Arg Gly Val Lys Thr Asp Trp lie Met His Glu Tyr 
130 135 140 



Arg Leu Ala Asp Ala Asp Arg Ala Pro Gly Gly Lys Lys Gly Ser Gin 
145 150 155 160 



Lys Leu Asp Glu Trp Val Leu Cys Arg Leu Tyr Asn Lys Lys Asn Asn 
165 170 175 



Trp Glu Lys Val Lys Leu Glu Gin Gin Asp Val Ala Ser Val Ala Ala 
180 185 190 



Ala Ala Pro Arg Asn His His His Gin Asn Gly Glu Val Met Asp Ala 
195 200 205 



Ala Ala Ala Asp Thr Met Ser Asp Ser Phe Gin Thr His Asp Ser Asp 
210 215 220 



lie Asp Asn Ala Ser Ala Gly Leu Arg His Gly Gly Cys Gly Gly Gly 
225 230 235 240 



Gly Phe Gly Asp Val Ala Pro Pro Arg Asn Gly Phe Val Thr Val Lys 
245 250 255 



Glu Asp Asn Asp Trp Phe Thr Gly Leu Asn Phe Asp Glu Leu Gin Pro 
260 265 270 



Pro Tyr Met Met Asn Leu Gin His Met Gin Met Gin Met Val Asn Pro 
275 280 285 



Ala Ala Pro Gly His Asp Gly Gly Tyr Leu Gin Ser lie Ser Ser Pro 
290 295 300 



Gin Met Lys Met Trp Gin Thr lie Leu Pro Pro Phe 
305 310 315 



<210> 9 

<211> 1057 

<212> DNA 

<213> Oryza sativa 

<400> 9 

tttcctcctc ttcttcctcc atatcacacg gttttcgtcc atcgatcatc agagctcgat 60 

cgggcgccat ggatggggag gaggacagcg agtggatgat gatggacgtt ggagggaagg 12 0 

gcgggaaggg cggcggcggc ggcggcgcgg cggacaggaa gaagcggttc agcgaggagc 18 0 



agatcaagtc gctggagtcc atgttcgcga cgcagaccaa gctggagccg aggcagaagc 240 

tgcagctcgc cagggagctc ggcctgcagc ctcgccaggt cgccatctgg ttccagaaca 30 0 

agcgcgcgcg gtggaagtcc aagcagctcg agcgcgagta ctccgccctc cgcgacgact 360 

acgacgccct cctctgcagc tacgagtccc tcaagaagga gaagctcgcc ctcatcaagc 420 

agctggagaa gctggcggag atgctgcagg agccacgggg gaagtacggc gataatgccg 48 0 

gggacgacgc gcggtcgggc ggcgtcgccg gcatgaagaa ggaggagttc gtcggcgcgg 54 0 

gcggcgccgc cacgctctac tcgtcggccg agggtggcgg gacgtcgtcc acggagcaga 600 

cctgcagcag cacgccatgg tgggaattcg agagcgagtg agcatccaca ctgttactac 660 

taggctactc atggatgatc catcgatcgc cacagatcat gcatgccacg atcagaattt 720 

caattcgccg cgaggacgga tcaaacctgt actagatcgg atcagagcaa acatagcaga 780 

gaagatgatc aaaccaacag tgatgtgtac atagatttct gtagatcaaa accccaggca 840 

gtctcctctc catccagcca tcagcatgcg aaaattctct ctcttttttt tcccctccaa 900 

gtcttactcg acttcgatgt tgttatcaca acaccacatc atgtaatcca gcaacacgcc 960 

gagatgaaaa aaaggttaaa aagcttatag agttcgttca tttgatggat ccaaaaaaaa 102 0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 1057 



<210> 10 

<211> 190 

<212> PRT 

<213> Oryza sativa 

<400> 10 

Met Asp Gly Glu Glu Asp Ser Glu Trp Met Met Met Asp Val Gly Gly 
15 10 15 

Lys Gly Gly Lys Gly Gly Gly Gly Gly Gly Ala Ala Asp Arg Lys Lys 
20 25 30 

Arg Phe Ser Glu Glu Gin lie Lys Ser Leu Glu Ser Met Phe Ala Thr 



Gin Thr Lys Leu Glu Pro Arg Gin Lys Leu Gin Leu Ala Arg Glu Leu 
50 55 60 



